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Parkinson Disease
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abrek aan humus = gebrek aan vezels & bloterzuur

‘e = een zelffde proces als een leaky gut
‘ulturen 3 identiek aan verlies diversiteif microbioom
't = zelfde gevolg als eten van snelle |suikers N AT R

Ptk [ ] | I A k| | e ot Ny s SOy B MRS ey P2s

1l

o e al v S R R



De
dynamiek
vanh ons

abundarnce

microbioom
gedurende
de tijd
(dagen)

NNNNNNNNNNNNN




Is er een directe link, plant-microbioom
met onze darm-microbioom?

ﬁEE......maar B
wat is het
perspectief?

NNNNNNNNNNNNN



In de eerste 1000 dagen van je leven,
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Figure 3. Contribution of fruit and vegetable associated bacteria to the diversity of the human gut microbiome. The box plots include
the observed human gut-associated bacteria (a) and fruit and vegetable associated bacteria (b) based on the observed MAGs in the
gut. The Kruskal-Wallis test followed by pairwise comparison at P < 0.05) within different host ages are indicated by different letters
above the boxplot. The scatter plot shows the ratio of the observed fruit and vegetable associated and human gut-associated bacterial
metagenome-assembled genomes (MAGs) along the age gradient (c). Community clustering of fruit and vegetable associated bacteria
in the human gut is shown using a two-dimensional PCoA plot and based on a Bray-Curtis dissimilarity matrix (d). LEfSe analysis
indicated fruit and veaetable associated bacterial MAGs that are enriched in different aae arouns (e).
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BACTERIEN

En de enige studie op dit moment bij

koeien, laat nog veel vragen:
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Figuur 1: Weergave van de posities van de bacterie- en

schimmelgemeenschap (S. Gomes et al. 2020)
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Figure 1. Interactive model showing proof of concept for interaction of different factors
resulting in a possible positive impact on human health by organic crop based food.
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| Window of opportunity for microbiota modulation >

Microbiota & Ziekte management

Prenatal factors: Neonatal factors: Postnatal factors:
« Placenta « Mode of delivery « Feeding: breast-milk vs. formula
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« Maternal diet
« Weaning
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